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2. PubMed : The Bibliographic Database
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9. PubMed Central (PMC) : An Archive for Literature from Life Sciences Journals
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11. The Major Histocompatibility Complex Database, dbMHC
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FEATURES Location/Qualifiers
source 1..11079
/organism="Homo sapiens"
/mol_type="genomic DNA"
/db_xref="taxon:9606"
/chromosome="20"
ORIGIN

1 aatgacagtt tgggtgaagc agtatgtcca tgtaaaacca cttttccaaa ccttgcaaat
61 ccacagtggt gaaatgtgat gcagttatgg tcaatgatat taagcataat atttttggtg
121 gggcatctgg taagaacctt aaaagagagg aaaaaagtag ttaagaggca ttatccatta
181 gecctttgect ttctgctttc ttctgcatga agcatgggca aaatgttgga gtcaatgcag
241 ccatcttgca aacattcagc aaaagcacag tctaggaatg tattttaaaa agactagaaa
301 ttgcctcata cttgatatca ttgtgaagct attatagcat tccttgattt tatgttatat
361 aagaataata aacccctaat ttataaaagg caacattttt catgttttat gtttcagcct
421 attgtacttg tgaatagatt atgtattata gatcaaatgt gatttagaaa tatagccctt
481 tctccaatct atcattgatg ggcatttagg ttgattctgt cttttatatt gggaatagtg
541 ctgcaatgaa catacgcgtg catagaggat caggaaagat aaacaatggg taccaggctt

@2 nucleotide 7— ¥ XN— ADKRERH R (—&)

CDs 1..253
/gene="PRNP"

/coded_by="AB300823.1:11..772"

/note="PrpP 129M"
ORIGIN

1 manlgcwmlv lfvatwsdlg lckkrpkpgg wntggsrypg qgspggnryp pqggggwaqp
61 hgggwgqphg ggwgaphggg wgqphgggwg qgggthsqwn kpskpktnmk hmagaaaaga
121 vvgglggyml gsamsrpiih fgsdyedryy renmhrypnq vyyrpmdeys ngnnfvhdcv
181 nitikghtvt tttkgenfte tdvkmmervv egmcitqgyer esqayyqrgs smvlfssppv

241 illisflifl ivg
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VI. RREDPEEERANRS

BBRICBERBICET 2 F— I =22 BH
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P NCBY BLASTI blasta sulte Standard Nucleotide BLAST
[wlamin ] oy | plasta | lesn _ thiats |
uning . e Sessinsas Baghowe
Enter Query Sequence
Enter accesslon number(s), gi(s), of FASTA sequence(s) & =20 Query subrange 44
aneecet tactactaat From

CTCatCaata CAACCCC0PE LCAMOCTACE CARCACICAC CYLIGELAMC CLCAALLCT |

aaccccaaag cagtttatgt Ta
Or, upioad file (FrAREHR) 77N 2L @

Job Title
Entat & dencrptive W b0t yous BLASKT searh i
L] Align two or more sequances &}

Choose Search Sef |

O More dissimitar sequences (discontiguous megatiast)
(O Somewhal similar sequences iblastn]
Chomse a BLART skpertm (g

Database @ Human ger transcript OMouse g e + ranscript O Others (ne elc.);
(Human genomic plus transcript (Human G+ T) ) W

Exclude e

ocpg ) Madels (XM/XP} T sampla

Entrez Query

Optronal
Entar an Entraz qunty b bt searh )

Program Selection
Optimize for © Highly similar saquences (megablast)

(UBTAST ) | Search database Human GeT using Megablast (Optimize for highly simiar sequences)
S

i
Length=16569

Homo sapiens mitochondrion, complete genome

Score = 303 bits (l64), Expect = 4e-80

Identities = 178/184 (971), Gaps = 4/184 (2%)

Strand=Plus/Plus

Query 1 TTTTAACAGTCACCCCCTAACTAACACATTATTTTCCCCTCCCACTCCCATACTACTAAT 60
PELLECLELL L EEEE LR e L e e i eLern

Sbjct 421 TTTTAACAGTCACCCCCCAACTAACACATTATTTTCCCCTCCCACTCCCATACTACTAAT 480

Query 61 CTCATCAATACAACCCCCGCCCATCCTACCCAG===~CACACACCGCTGCTAACCCCATA 116
LELLELEELEEEEEEEELEE et LELLLLELEEEEEETTEELEEL

Sbjct 481 CTCATCAATACAACCCCCGCCCATCCTACCCAGCACACACACACCGCTGCTAACCCCATA 540

Query 117 CCCCGAGCCAACCAAACCCCAAAGACACCCCCCACAGTTTATGTAGCTTACCTCCTCAAA 176
LULLLE EEEEL LR E L it

Sbjct 541 CC CCCAAAGACACCCCCCACAGTTTATGTAGCTTACCTCCTCAAR 600

Query 177 (licli.?? 180

Sbjct 601 GCAA €04

[44 BLAST Iz & 2%
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WHER O — 35 2 R TR L Tz 2 uiEsEn
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Home | Abowt | Statstks » | Doawndoads/APl= | Helpe | Externzilinks | TermsofUse » [ ContactUs 28 Seloct tanguage | ¥
{prion - 1 Sortby: ©Relevance © Date updated
OMIM Cene Mzp highbghted

Search History: View. Char

*176640 , | »Tabte ofComtens - 176640

PRION PROTEIN; PRNP

Allernative titles; symbols
PRP
PRION-RELATED PROTEIN; PRIP

HGNC Approved Gene Symbol: PRNP

Cytogenetic location: 20p13
Genomic coorinates (GRCI37) 20:4,656,796 » 4,682,233 vmmncts

Gene Phenotype Relationships

{ Location
’Epl}
|
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